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significant difference was found regarding the CC 
and CG genotypes of this polymorphism (Table 3a). 
Regarding the rs1387153 polymorphism, no differ-
ence was found in the corresponding genotypes (CC, 
CT, TT) frequencies between GDM and control 
women (Tables 3c and 3d). When we compared the 
frequencies of the single alleles we found a statisti-
cally significant difference between the C and G allele 
frequencies for the rs10830963 (C/G) polymorphism, 
while there was no statistically significant differ-
ence between the C and T allele frequencies of the 
rs1387153 polymorphism (Table 4).

There were no significant differences in the clini-
cal and biochemical characteristics among the GDM 
women with different genotypes of the tested polymor-
phisms (Tables 5a and 5b). There was no significant 
influence of age, pregnancy BMI and pregnancy 
weight gain when taken as independent variables 
upon insulin resistance variables (HOMA-IR, fasting 
plasma glucose and fasting plasma insulin) by back-
ward stepwise regression analysis (data not shown).

DISCUSSION

In the present study, we investigated the rs10830963 

and rs1387153 variants in the MTNR1B locus in unre-
lated pregnant Greek women with or without GDM. 
We found that the rs10830963 polymorphism of the 
MTNR1B gene locus is more frequent in GDM than 
in non-diabetic pregnant women, indicating a possible 
association of this polymorphism with GDM. No 
difference was found in the frequency of appearance 
of the rs1387153 MTNR1B polymorphism between 
GDM and non-diabetic pregnant women. In a recent 
study Kim et al found that both SNPs were associ-
ated with GDM and FPG and that the two genetic 
variants of MTNR1B were stronger risk factors for 
GDM in the Korean population compared to the 
previous results for T2DM in European populations.19 
The authors’ explanation for this discrepancy is the 
inherent genetic differences of Asian and European 
populations.19 This argument might stand as well for 
the explanation of the differences between this and 
the Korean study, while alternatively they could be 
attributed to the significantly smaller number of 
participants in this study.

In the past, the rs10830963 polymorphism was as-
sociated reproducibly in several studies of patients with 
T2DM.9,10,22 More specifically, MTNR1B rs10830963 

Table 5a. Comparison of the clinical and biochemical characteristics (mean±SD) in GDM pregnant women according to the different geno-
types of the rs10830963 MTNR1B polymorphism (CC, CG, GG). Statistical significance is set at 0.05. P1 and P2 refer to the comparison of the 
wild-type genotype (CC) with the CG and the GG genotype, respectively. P3 refers to the comparison between the CG and the GG genotypes

rs10830963 (C/G) CC CG GG P

Age (year) 35±4.15 35.83±4.39 34.4±4.76 P1 = 0.188
P2 = 0.844
P3 = 0.193

Pregnancy BMI (kg/m2) 25.05±3.79 25.27±4.88 26.84±5.91 P1 = 0.065
P2 = 0.061
P3 = 0.852

Weight gain (kg) 6.67±4.19 7.67±6.41 7.03±4.79 P1 = 0.752
P2 = 0.987
P3 = 0.780

Fasting plasma glucose (mg/dl) 96.58±14.16 96.45±25.24 95.28±14.94 P1 = 0.123
P2 = 0.053
P3 = 0.432

Fasting insulin (mU/ml) 15.01±12.37 15.18±9.18 15.42±4.86 P1 = 0.978
P2 = 0.759
P3 = 0.978

HOMA-IRa 2.5±0.95 2.65±0.92 2.35±0.49 P1 = 0.889
P2 = 0.581
P3 = 0.628




